Fuzzy clustering analysis of microarray data.
Fuzzy clustering is a useful tool for identifying relevant subsets of microarray data. This paper proposes a fuzzy clustering method for microarray data analysis. An advantage of the method is that it used a combination of the fuzzy c-means and the principal component analysis to identify the groups of genes that show similar expression patterns. It allows a gene to belong to more than a gene expression pattern with different membership grades. The method is suitable for the analysis of large amounts of noisy microarray data.